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1
IONIZATION PROBE ASSEMBLIES

The present application is a continuation of U.S. patent
application Ser. No. 13/342,760, filed Jan. 3, 2012, which is a
continuation of U.S. patent application Ser. No. 12/705,352,
filed Feb. 12, 2010, now U.S. Pat. No. 8,158,936, issued Apr.
17, 2012, which claims priority to U.S. Provisional Patent
Application Ser. No. 61/152,214, filed Feb. 12, 2009, the
entire disclosure of which is herein incorporated by reference
in its entirety.

FIELD OF THE INVENTION

The invention relates generally to sample ionization, and
provides ionization probe assemblies, systems, computer
program products, and methods useful for this purpose.

BACKGROUND OF THE INVENTION

Mass spectrometry (MS) is an analytical technique that can
be used to determine the chemical composition of a sample,
and to supply data important to assigning the chemical struc-
tures of the components. It does so by ionizing the compo-
nents to generate charged molecules and molecule fragments,
and then measuring their mass-to-charge ratios. In an MS
procedure, a sample is introduced into the MS instrument,
typically by a pump or syringe, and its components undergo
ionization through one of a variety of mechanisms resulting in
the formation of charged particles. The mass-to-charge ratio
of the particles can then be calculated based on behavior of
the ions as they pass through electric and magnetic fields
generated by the MS instrument.

Electrospray ionization (ESI) is one technique used in MS
to produce ions. It is especially useful in producing ions from
macromolecules because it overcomes the propensity of these
molecules to fragment when ionized. In electrospray ioniza-
tion, a liquid is pushed through a very small, charged and
usually metal, capillary. This liquid contains the substance to
be studied, the analyte, dissolved in a large amount of solvent,
which is usually much more volatile than the analyte. Volatile
acids, bases or buffers are often added to this solution too. The
analyte exists as an ion in solution either in its anion or cation
form. Because like charges repel, the liquid pushes itself out
of the capillary and forms an aerosol. An uncharged carrier
gas such as nitrogen is sometimes used to help nebulize the
liquid and to help evaporate the neutral solvent in the droplets.
As the solvent evaporates, the analyte molecules are forced
closer together, repel each other and break up the droplets.
This process is called Coulombic fission because it is driven
by repulsive Coulombic forces between charged molecules.
The process repeats until the analyte is free of solvent and is
a lone ion.

As MS usage and applications continue to increase, there
continues to be a need for improved MS systems and
improved components for use in MS systems and methods.

SUMMARY OF THE INVENTION

The present invention provides ionization probe assem-
blies that are useful in spraying and ionizing sample materi-
als. Typically, the ionization probe assemblies are configured
to substantially continuously introduce sample materials into
ion source housings of molecular mass measurement systems
via multiple probes that are individually configured to dis-
continuously spray or otherwise introduce sample materials
into the ion source housings. In some embodiments, for
example, probes of the ionization probe assemblies are con-
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figured to duty cycle between spray and rinse positions that
are substantially electrically isolated from one another. In
addition to ionization probe assemblies, the invention also
provides related molecular mass measurement systems, com-
puter program products, and methods.

In one aspect, the invention provides an ionization probe
assembly that includes at least one probe mounting structure
and at least one probe that is movably coupled to the probe
mounting structure. The probe is configured to discontinu-
ously introduce sample aliquots into an ion source housing. In
addition, the ionization probe assembly also includes at least
one probe conveyance mechanism operably connected to the
probe. The probe conveyance mechanism is configured to
convey the probe between at least a first position and at least
a second position. The first position is substantially electri-
cally isolated from the second position. In some embodi-
ments, an electrospray ion source housing includes the ion-
ization probe assembly. In these embodiments, a mass
spectrometer typically includes the electrospray ion source
housing. In certain embodiments, at least one cavity is dis-
posed in or proximal to the probe mounting structure. The
cavity typically comprises the second position. In some of
these embodiments, the cavity fluidly communicates with at
least one outlet. Typically, the ionization probe assembly
includes at least two probes that are each movably coupled to
the probe mounting structure. In these embodiments, the
probes are generally independently movably coupled to the
probe mounting structure. In some embodiments, the ioniza-
tion probe assembly comprises at least one wide-bore probe.
In some embodiments, the probe mounting structure com-
prises a removable cartridge. In some embodiments, the
removable cartridge is spring-loaded. In some embodiments,
the probe mounting structure is configured to accept remov-
able cartridges from a variety of commercial instruments. In
some embodiments, the ionization probe assembly comprises
one or more nebulizer gas lines configured to deliver gas from
a nebulizer gas source to at least one probe. In some embodi-
ments, one or more nebulizer gas lines comprise a thermal
modulator to heat gas within one or more nebulizer gas lines.

The probe mounting structures include various embodi-
ments. In certain embodiments, for example, the probe
mounting structure includes at least one view port. In some
embodiments, at least one cover operably connected to the
probe mounting structure. In certain embodiments, the probe
mounting structure comprises an ion source housing back
plate that is configured to operably connect to an ion source
housing. In these embodiments, the ion source housing back
plate typically comprises at least one alignment feature that is
structured to align the ion source housing back plate relative
to the ion source housing when the ion source housing back
plate operably connects to the ion source housing. In some
embodiments, at least a first mounting component is operably
connected to the probe mounting structure. The first mount-
ing component is configured to engage at least a second
mounting component that is operably connected to an ion
source housing when the probe mounting structure is
mounted on the ion source housing. Typically, the first and
second mounting components comprise hinge and/or latch
components. In certain embodiments, the probe mounting
structure comprises an ion source housing. In some of these
embodiments, the ion source housing comprises at least one
view port.

Typically, at least one channel is disposed through a length
of the probe. In addition, the probe generally comprises at
least one sprayer needle that fluidly communicates with the



US 9,165,740 B2

3

channel. In some embodiments, at least one nebulizer gas
source and/or nebulizer gas sheath fluidly communicates with
the channel.

In some embodiments, the ionization probe assembly
includes at least one thermal modulator operably connected
to the probe. The thermal modulator is typically configured to
modulate a temperature of the probe. In certain embodiments,
for example, the thermal modulator comprises a nebulizer gas
heater. Typically, at least one controller circuit board operably
connected to the thermal modulator.

In certain embodiments, the ionization probe assembly
includes at least two probes independently that are movably
coupled to the probe mounting structure. Typically, each
probe is movably coupled to the probe mounting structure via
apivot mechanism. In some embodiments, the probe convey-
ance mechanism comprises at least one motor operably con-
nected to at least one of the pivot mechanisms via a pulley and
belt drive assembly. Optionally, each probe is configured to
move between a spray position and a rinse position in which
the spray position is substantially electrically isolated from
the rinse position. In certain embodiments, at least one cavity
is disposed in or proximal to the probe mounting structure.
The cavity generally comprises at least one of the rinse posi-
tions. In these embodiments, the cavity typically fluidly com-
municates with at least one outlet.

In some embodiments, the probe is movably coupled to the
probe mounting structure via a slide mechanism. Typically,
the slide mechanism comprises at least two probes. In some of
these embodiments, the probes are substantially fixedly
coupled to the slide mechanism. In certain embodiments, the
first position comprises a spray position and the second posi-
tion comprises at least first and second rinse positions that are
each substantially electrically isolated from the spray posi-
tion. Typically, when a first probe is in the spray position, a
second probe is in the second rinse position, and when the
second probe is in the spray position, the first probe is in the
first rinse position. In some of these embodiments, the slide
mechanism comprises a probe support plate coupled to the
probe mounting structure via a linear slide, and the probe is
mounted on the probe support plate. In certain embodiments,
the probe conveyance mechanism comprises a dual acting
pneumatic cylinder operably connected to the probe mount-
ing structure and to the probe support plate.

In another aspect, the invention provides an ionization
probe assembly that includes at least one ion source housing
back plate that comprises one or more surfaces that define at
least one spray orifice. The ion source housing back plate is
configured to operably connect to an ion source housing. The
ionization probe assembly also includes at least one rinse
cavity that is at least partially disposed within the ion source
housing back plate in which the rinse cavity communicates
with the spray orifice via at least one opening. Typically, the
rinse cavity fluidly communicates with at least one outlet. In
addition, the ionization probe assembly also includes at least
one probe support structure coupled to the ion source housing
back plate via at least one linear slide, and at least one probe
substantially fixedly mounted on the probe support structure.
The ionization probe assembly also includes at least one
probe conveyance mechanism operably connected to the
probe support structure. The probe conveyance mechanism is
configured to selectively convey the probe support structure
such that the probe slides between the spray orifice and the
rinse cavity through the opening.

In another aspect, the invention provides an ionization
probe assembly that includes at least one ion source housing
back plate that comprises one or more surfaces that define at
least one spray orifice. The ion source housing back plate is
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configured to operably connect to an ion source housing. The
ionization probe assembly also includes at least one rinse
cavity that is at least partially disposed within the ion source
housing back plate in which the rinse cavity communicates
with the spray orifice via at least one opening, and at least one
probe movably coupled to the ion source housing back plate
via at least one pivot mechanism. In addition, the ionization
probe assembly also includes at least one probe conveyance
mechanism that comprises at least one motor operably con-
nected to the pivot mechanism via a pulley and belt drive
assembly. The probe conveyance mechanism is configured to
selectively convey the probe between the spray orifice and the
rinse cavity through the opening.

In another aspect, the invention provides a molecular mass
measurement system. The system includes at least one mass
spectrometer that comprises at least one ion source housing,
and at least one ionization probe assembly operably con-
nected to the ion source housing. The ionization probe assem-
bly comprises: at least one probe mounting structure; at least
one probe that comprises at least one inlet and at least one
outlet in which the inlet fluidly communicates with the outlet,
the probe is movably coupled to the probe mounting structure,
which probe is configured to discontinuously introduce
sample aliquots into the ion source housing; and at least one
probe conveyance mechanism operably connected to the
probe, which probe conveyance mechanism is configured to
convey the probe between a spray position and a rinse posi-
tion in which the spray position is substantially electrically
isolated from the rinse position. The system also includes at
least one sample source in fluid communication with the inlet
of'the probe, and at least one rinse fluid source in fluid com-
munication with the inlet of the probe. In addition, the system
also includes at least one controller operably connected at
least to the ionization probe assembly. The controller is con-
figured to selectively direct the ionization probe assembly to:
(a) convey the probe from the rinse position to the spray
position; (b) spray at least one sample aliquot into the ion
source housing from the sample source when the probe is in
the spray position; (c) convey the probe from the spray posi-
tion to the rinse position; and (d) rinse the probe with rinse
fluid from the rinse fluid source when the probe is in the rinse
position. In some embodiments, the system includes at least
one additional system component selected from, e.g., at least
one nucleic acid amplification component; at least one
sample preparation component; at least one microplate han-
dling component; at least one mixing station; at least one
material transfer component; at least one sample processing
component; at least one database; and the like.

In another aspect, the invention provides a computer pro-
gram product that includes a computer readable medium hav-
ing one or more logic instructions for directing an ionization
probe assembly of a molecular mass measurement system to:
(a) convey a first probe from a first rinse position to a first
spray position of the molecular mass measurement system,
wherein the first rinse position and the first spray position are
substantially electrically isolated from one another; (b) con-
vey a second probe from a second spray position to a second
rinse position of the molecular mass measurement system,
wherein the second spray position and the second rinse posi-
tion are substantially electrically isolated from one another;
(c) spray at least a first sample aliquot into an ion source
housing of the molecular mass measurement system via the
first probe when the first probe is in the first spray position; (d)
rinse the second probe when the second probe is in the second
rinse position; (e) convey the first probe from the first spray
position to the first rinse position; (f) convey the second probe
from the second rinse position to the second spray position;



US 9,165,740 B2

5

(g) spray at least a second sample aliquot into the ion source
housing of the molecular mass measurement system via the
second probe when the second probe is in the second spray
position; and, (h) rinse the first probe when the first probe is in
the first rinse position. In some embodiments, the computer
program product includes at least one logic instruction for
directing the ionization probe assembly of the molecular
mass measurement system to modulate a temperature of the
first probe and/or second probe using at least one thermal
modulator operably connected to the first probe and/or sec-
ond probe. In certain embodiments, the logic instructions are
configured to direct the ionization probe assembly to execute
(a) substantially simultaneously with (b), (c) substantially
simultaneously with (d), (e) substantially simultaneously
with (f), and/or (g) substantially simultaneously with (h).
Typically, a controller of the molecular mass measurement
system comprises the logic instructions.

In another aspect, the invention provides a method of
spraying sample aliquots into an ion source housing of a
molecular mass measurement system. The method includes
(a) conveying a first probe from a first rinse position to a first
spray position of the molecular mass measurement system in
which the first rinse position and the first spray position are
substantially electrically isolated from one another and
wherein the first spray position is in fluid communication
with the ion source housing; and (b) conveying a second
probe from a second spray position to a second rinse position
of'the molecular mass measurement system, wherein the sec-
ond spray position and the second rinse position are substan-
tially electrically isolated from one another. The method also
includes (c) spraying at least a first sample aliquot into the ion
source housing via the first probe when the first probe is in the
first spray position; (d) rinsing the second probe when the
second probe is in the second rinse position; and (e) convey-
ing the first probe from the first spray position to the first rinse
position. In addition, the method also includes (f) conveying
the second probe from the second rinse position to the second
spray position in which the second spray position is in fluid
communication with the ion source housing; (g) spraying at
least a second sample aliquot into the ion source housing of
the molecular mass measurement system via the second
probe when the second probe is in the second spray position;
and (h) rinsing the first probe when the first probe is in the first
rinse position, thereby spraying the sample aliquots into the
ion source housing of the molecular mass measurement sys-
tem. In certain embodiments, the method includes perform-
ing (a) substantially simultaneously with (b), (c) substantially
simultaneously with (d), (e) substantially simultaneously
with (f), and/or (g) substantially simultaneously with (h).

In some embodiments, the method includes modulating a
temperature of the first probe and/or second probe using at
least one thermal modulator operably connected to the first
probe and/or second probe. Typically, the method includes
ionizing the first sample aliquot and the second sample ali-
quot when the first sample aliquot and the second sample
aliquot are sprayed into the ion source housing. The method
also generally includes measuring a molecular mass of at
least one component of the first sample aliquot and/or the
second sample aliquot using the molecular mass measure-
ment system. In some embodiments, the component of the
first sample aliquot and/or the second sample aliquot com-
prises at least one nucleic acid molecule. In these embodi-
ments, the method generally comprises determining a base
composition of the nucleic acid molecule from the molecular
mass of the nucleic acid molecule. In certain of these embodi-
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ments, the method includes correlating the base composition
of'the nucleic acid molecule with an identity or property of the
nucleic acid molecule.

BRIEF DESCRIPTION OF THE DRAWINGS

The description provided herein is better understood when
read in conjunction with the accompanying drawings which
are included by way of example and not by way of limitation.
It will be understood that like reference numerals identify like
components throughout the drawings, unless the context indi-
cates otherwise. It will also be understood that some or all of
the figures may be schematic representations for purposes of
illustration and do not necessarily depict the actual relative
sizes or locations of the elements shown.

FIG. 1 schematically shows an exemplary dual sprayer
mounted on a time of flight spectrometer (TOF).

FIG. 2 schematically shows an exemplary dual sprayer
mounted on a TOF chamber.

FIG. 3 schematically shows an exemplary dual sprayer
with two probes mounted on an ion source housing.

FIG. 4a schematically shows an exemplary dual sprayer
with the proximal probe in a sprayer position.

FIG. 4b schematically shows an exemplary dual sprayer
with the proximal probe in a rinse position.

FIG. 5 schematically shows an exemplary cover covering a
dual sprayer mounted on an ion source housing.

FIG. 6a schematically shows an exemplary dual sprayer
with a mounting structure mounted on an ion source housing.

FIG. 6b schematically shows an exemplary dual sprayer
with a mounting structure mounted on an alternative ion
source housing.

FIG. 7 schematically shows an exemplary dual sprayer
probe mounted on a dual sprayer.

FIG. 8 schematically shows an exemplary dual sprayer
with two probes mounted on a sliding mechanism.

FIG. 9a schematically shows an exemplary dual sprayer
having a first probe in a first position and a second probe in a
second position.

FIG. 96 schematically shows an exemplary dual sprayer
having a first probe in a second position and a second probe in
a first position.

FIG. 10 schematically shows an exemplary wide-bore dual
sprayer mounted on a time of flight spectrometer (TOF).

FIG. 11 schematically shows an exemplary wide-bore dual
sprayer mounted on a TOF chamber.

FIG. 12 schematically shows an exemplary wide-bore dual
sprayer with two probes mounted on an ion source housing.

FIG. 13a schematically shows an exemplary wide-bore
dual sprayer with the proximal probe in a sprayer position.

FIG. 135 schematically shows an exemplary wide-bore
dual sprayer with the proximal probe in a rinse position.

FIG. 14 schematically shows an exemplary wide-bore
cover covering a wide-bore dual sprayer mounted on an ion
source housing.

FIG. 15 schematically shows a rear-view of an exemplary
wide-bore dual sprayer with two probes mounted on an ion
source housing.

FIG. 16 schematically shows a side-view of an exemplary
wide-bore dual sprayer with two probes mounted on an ion
source housing.

FIG. 17 schematically shows a front-view of an exemplary
wide-bore dual sprayer with two probes mounted on an ion
source housing.
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FIG. 18 schematically shows a top-view of an exemplary
wide-bore dual sprayer with two probes mounted on an ion
source housing.

DETAILED DESCRIPTION
1. Definitions

Before describing the invention in detail, it is to be under-
stood that this invention is not limited to particular cartridges,
mixing stations, systems, kits, or methods, which can vary. As
used in this specification and the appended claims, the singu-
lar forms “a,” “an,” and “the” also include plural referents
unless the context clearly provides otherwise. Thus, for
example, reference to “a cartridge” includes a combination of
two or more cartridge. It is also to be understood that the
terminology used herein is for the purpose of describing
particular embodiments only, and is not intended to be limit-
ing. Further, unless defined otherwise, all technical and sci-
entific terms used herein have the same meaning as com-
monly understood by one of ordinary skill in the art to which
this invention pertains. In describing and claiming the inven-
tion, the following terminology, and grammatical variants
thereof, will be used in accordance with the definitions set
forth below.

The term “communicate” refers to the direct or indirect
transfer or transmission, and/or capability of directly or indi-
rectly transferring or transmitting, something at least from
one thing to another thing. Objects “fluidly communicate”
with one another when fluidic material is, or is capable of
being, transferred from one object to another.

The term “material” refers to something comprising or
consisting of matter. The term “fluidic material” refers to
material (such as, a liquid or a gas) that tends to flow or
conform to the outline of its container.

The term “molecular mass” refers to the mass of a com-
pound as determined using mass spectrometry, for example,
ESI-MS. Herein, the compound is preferably a nucleic acid.
In some embodiments, the nucleic acid is a double stranded
nucleic acid (e.g., a double stranded DNA nucleic acid). In
some embodiments, the nucleic acid is an amplicon. When
the nucleic acid is double stranded the molecular mass is
determined for both strands. In one embodiment, the strands
may be separated before introduction into the mass spectrom-
eter, or the strands may be separated by the mass spectrometer
(for example, electro-spray ionization will separate the
hybridized strands). The molecular mass of each strand is
measured by the mass spectrometer.

The term “system” refers a group of objects and/or devices
that form a network for performing a desired objective.

II. Introduction

The invention relates to ionization probe assemblies that
are useful in spraying and ionizing sample materials, and in
various embodiments provides individual sub-components,
software, control components, and related methods employ-
ing the assemblies. In some embodiments, the ionization
probe assemblies are configured to substantially continu-
ously introduce sample materials into ion source housings of
molecular mass measurement systems via multiple probes
that are individually configured to discontinuously spray or
otherwise introduce sample materials into the ion source
housings. In some embodiments, for example, probes of the
ionization probe assemblies are configured to duty cycle
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between spray and rinse positions that are substantially elec-
trically isolated from one another.

III. Example Systems

A. Dual Sprayer

FIG. 1 shows a representative time of flight spectrometer
(TOF) 100 having an exemplary dual sprayer 110 mounted
thereon. FIG. 2 shows the dual sprayer 110 mounted ona TOF
chamber 101, showing the chamber detached from the TOF.
FIG. 3 shows the dual sprayer 110 separate from the TOF or
the TOF chamber. The dual sprayer 110 comprises an ioniza-
tion probe assembly that includes at least one probe mounting
structure 120 and two probes 130 that are movably coupled to
the probe mounting structure 120. Any number of configura-
tions may be used to movably couple the probes 130 to the
probe mounting structure 120, so long as the desired position
and movement of the probes 130 is provided. The probes 130
are configured to discontinuously introduce sample aliquots
into the TOF chamber 101 (not shown in FIG. 3). Samples are
introduced into a probe via a probe opening 140. The probe
130 may be mounted on a probe conveyance mechanism 150,
operably connected to the probe. The probe conveyance
mechanism 150 is configured to convey the probe between at
least a first position and at least a second position. As shown
in FIG. 3, the two probes 130 are configured to pivot around
anaxis 160 permitting movement from the first position to the
second position. The first position is substantially electrically
isolated from the second position. The dual sprayer 110 may
comprise least two independent probes 130 that are movably
coupled to the probe mounting structure 120. Each probe is
movably coupled to the probe mounting structure 120 via a
pivot mechanism 125. The probe conveyance mechanism 150
comprises a motor 151 operably connected to a pivot mecha-
nisms 125 via belt drive 152.

FIGS. 4a and 45 show a side view of the dual sprayer 110.
In FIG. 4a, the front-most probe 130 is shown in the second
position, or “spray” position. In FIG. 45 the front-most probe
130 is shown in the first position, or “rinse” position. A cavity
is disposed in or proximal to the probe mounting structure 120
to permit movement of the probe 130 into the second position.
The cavity typically comprises the second position. In some
of these embodiments, the cavity fluidly communicates with
at least one outlet. The probes 130 are generally indepen-
dently movably coupled to the probe mounting structure 120.
In certain embodiments, the probe mounting structure 120
includes at least one view port 123 (FIG. 8) to permit viewing
of'the probes. The one or more view ports 123 (FIG. 8) may
comprise a glass, plastic, ceramic or other transparent mate-
rial to provide a window located on any desired region of the
mounting structure 120.

FIG. 5 shows a dual sprayer 110 comprising a cover 200
affixed to and covering the mounting structure 120. The cover
200 may be made of any desired material and can substan-
tially or partially cover the mounting structure 120. The cover
200 may be affixed to the mounting structures by screws,
bolts, clamps, pins, or via any other connection means. The
cover may comprise one or more slots or openings 210 to
allow the probe(s) 130 to stick through the cover 200 and
permit the probe(s) 130 to move uninhibited by the cover 200.
The cover 200 may further comprise one or more slots or
openings that serve as vents 220 to permit air to circulate in
and out of the cover 200. One or more fans or pumps (not
shown) may also be employed to assist in circulation of air or
other gasses throughout the system.

As shown in FIGS. 64 and 64, the probe mounting structure
120 may comprise an ion source housing back plate 230 that
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is configured to operably connect to an ion source housing
300. FIGS. 64 and 65 show alternative ion source housing
back plates 230 configured for attachment to two different ion
source housing 300 configurations. The ion source housing
back plate 230 typically comprises at least one alignment
feature (not shown) that is structured to align the ion source
housing back plate 230 relative to the ion source housing 300
when the ion source housing back plate 230 operably con-
nects to the ion source housing 300. Examples of alignment
features include, but are not limited to, markings, grooves,
alignment holes, alignment pegs, and the like.

As shown in FIG. 7, the probe 130 comprises at least one
channel 131 disposed through a length of the probe 130. The
probe 130 may comprise at least one sprayer needle 132 that
fluidly communicates with the channel 131. A nebulizer gas
source and/or nebulizer gas sheath 133 fluidly communicates
with the channel. The probe 130 may also comprise a thermal
modulator, configured to modulate a temperature of the probe
130, comprising a nebulizer gas heater 134 and a controller
circuit board 135.

As shown in FIG. 8, a first mounting 121 component is
operably connected to the probe mounting structure 120. The
first mounting component is configured to engage at least a
second mounting component (not shown) that is operably
connected to an ion source housing 300 (not shown in FIG. 8)
when the probe mounting structure 120 is mounted on the ion
source housing 300 (not shown in FIG. 8). The first 121 and
second (not shown) mounting components may comprise
hinge and/or latch components or any other means to move-
ably attached the mounting structure 120 to the ion source
housing 300.

The probe may be movably coupled to the probe mounting
structure 120 via a slide mechanism 400. The slide mecha-
nism 400 comprises at least two probes 130, substantially
fixedly coupled to the slide mechanism 400, and capable of
sliding between a first position and a second position. The
first position 130a comprises a spray position and the second
position comprises at least first 1306 and second 130c rinse
positions that are each substantially electrically isolated from
the spray position. When a first probe 130 is in the spray
position 130a, a second probe 130 is in the second rinse
position 1305, and when the second probe 130 is in the spray
position 130a, the first probe is in the first rinse position 130c.
The slide mechanism 400 comprises a probe support plate
420 coupled to the probe mounting structure 120 via a linear
slide 410, and the probe is mounted on the probe support plate
420. The probe slide mechanism comprises a dual acting
pneumatic cylinder 430 operably connected to the probe
mounting structure 120 and to the probe support plate 420.

As shown in FIG. 8, an ion source housing back plate 230
comprises one or more surfaces that define at least one spray
orifice 139. The dual sprayer assembly 110 also includes at
least one rinse cavity 136 that is at least partially disposed
within the ion source housing back plate 230 in which the
rinse cavity 136 fluidly communicates with at least one outlet
138. The dual sprayer assembly 110 also includes at least one
probe support structure 120 coupled to the ion source housing
back plate 230 via at least one linear slide 410, and at least one
probe 130 substantially fixedly mounted on the probe support
structure 120. The probe conveyance mechanism 150 is oper-
ably connected to the probe support structure 120. The probe
conveyance mechanism 150 is configured to selectively con-
vey the probe support structure 120, such that the probe 130
slides between the spray orifice 139 and the rinse cavity 136
through the opening.

In some embodiments, the invention provides a molecular
mass measurement system. The system includes time of flight
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spectrometer (TOF) 100 that comprises at least one ion source
housing 300, and at least one dual sprayer assembly 110
operably connected to the ion source housing 300. The dual
sprayer assembly 110 comprises: at least one probe mounting
structure 120; at least one probe 130 that comprises a probe
opening 140 that can serve as a fluid inlet and a sprayer needle
132 that can serve as a fluid outlet in which the probe opening
140 communicates with the sprayer needle 132 via a channel
131. The probe 130 is movably coupled to the probe mounting
structure 120, which probe is configured to discontinuously
introduce sample aliquots into the ion source housing 300;
and at least one probe conveyance mechanism 150 operably
connected to the probe 130, which probe conveyance mecha-
nism 150 is configured to convey the probe 130 between a
spray position 130a and a rinse position 1305 in which the
spray position 130a is substantially electrically isolated from
the rinse position 1304.

B. Wide-Bore Dual Sprayer

FIG. 10 shows a representative time of flight spectrometer
(TOF) 100 having an exemplary wide-bore dual sprayer 510
mounted thereon. FIG. 11 shows the wide-bore dual sprayer
510 and wide-bore cover 600 mounted on a TOF chamber
101, showing the chamber detached from the TOF 100. FIG.
12 shows the wide-bore dual sprayer 510 separate from the
TOF 100 or the TOF chamber 101. The wide-bore dual
sprayer 510 comprises an ionization probe assembly that
includes at least one wide-bore probe mounting structure 520
and one wide-bore probe 530 (e.g. 1 probe, 2 probes, 3 probes,
4 probes, 5, probes, 10 probes, etc.) that are movably coupled
to the wide-bore probe mounting structure 520. Any number
of configurations may be used to movably couple the wide-
bore probes 530 to the wide-bore probe mounting structure
520, so long as the desired position and movement of the
wide-bore probes 530 is provided. The wide-bore probes 530
are configured to discontinuously introduce sample aliquots
into the TOF chamber 101 (not shown in FIG. 12). Samples
are introduced into a wide-bore probe 530 via a wide-bore
probe opening 540. The wide-bore probe 530 may be
mounted on a probe conveyance mechanism 150, operably
connected to the probe. In some embodiments, the probe
conveyance mechanism 150 for the wide-bore dual sprayer
510 is identical or substantially similar to the probe convey-
ance mechanism 150 of a non-wide-bore dual sprayer 110
(e.g. narrow gauge dual sprayer). In some embodiments, the
probe conveyance mechanism 150 for the wide-bore dual
sprayer 510 is specifically designed for use with the wide-
bore dual sprayer 510. The probe conveyance mechanism 150
is configured to convey the probe between at least a first
position and at least a second position. As shown in FIG. 12,
the two probes 130 are configured to pivot around an axis 160
permitting movement from the first position to the second
position. In some embodiments, the first position is substan-
tially electrically isolated from the second position. In some
embodiments, the wide-bore dual sprayer 510 may comprise
least two independent wide-bore probes 530 that are movably
coupled to the probe mounting structure 120. Each probe is
movably coupled to the probe mounting structure 120 via a
wide-bore pivot mechanism 525. The probe conveyance
mechanism 150 comprises a motor 151 operably connected to
a wide-bore pivot mechanisms 525 via belt drive 152.

FIGS. 13a and 135 show a side view of the wide-bore dual
sprayer 510. In FIG. 13a, the front-most wide-bore probe 530
is shown in the second position, or “spray” position. In FIG.
135 the front-most wide-bore probe 530 is shown in the first
position, or “rinse” position. In some embodiments, a cavity
is disposed in or proximal to the wide-bore probe mounting
structure 520 to permit movement of the wide-bore probe 530
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into the second position. The cavity typically comprises the
second position. In some of these embodiments, the cavity
fluidly communicates with at least one outlet. The wide-bore
probes 530 are generally independently movably coupled to
the wide-bore probe mounting structure 520. In certain
embodiments, the wide-bore probe mounting structure 120
includes at least one view port 123 (FIG. 8) to permit viewing
of'the wide-bore probes 530. The one or more view ports 123
(FIG. 8) may comprise a glass, plastic, ceramic or other
transparent material to provide a window located on any
desired region of the wide-bore mounting structure 520. In
some embodiments, a wide-bore mounting structure 520
comprises a outlet and/or drain of sufficient size to prevent
kick-back.

FIG. 14 shows a wide-bore dual sprayer 510 comprising a
wide-bore cover 600 affixed to and covering the wide-bore
mounting structure 520. In some embodiments, the wide-bore
cover 600 is made of any desired material and can substan-
tially or partially cover the wide-bore mounting structure 520.
In some embodiments, the wide-bore cover 600 is affixed to
the mounting structures by screws, bolts, clamps, pins, or via
any other connection means. In some embodiments, the wide-
bore cover 600 comprises one or more slots or openings 210
to allow the wide-bore probe(s) 530 to stick through the
wide-bore cover 600 and permit the wide-bore probe(s) 530
to move uninhibited past the wide-bore cover 600. In some
embodiments, the wide-bore cover 600 further comprises one
or more slots or openings that serve as vents 220 to permit air
to circulate in and out of the wide-bore cover 600. In some
embodiments, one or more fans or pumps are employed to
assist in circulation of air or other gasses throughout the
system.

In some embodiments, the wide-bore probe mounting
structure 520 comprises an ion source housing back plate 230
that is configured to operably connect to an ion source hous-
ing 300. FIGS. 6a, 65, and 12 show alternative ion source
housing back plates 230 configured for attachment to differ-
ent ion source housing 300 configurations. In some embodi-
ments, a wide-bore dual sprayer utilizes an identical or sub-
stantially similar ion source housing back plate 230 and/or
ion source housing 300 to the non-wide-bore dual sprayer 110
(e.g. narrow gauge dual sprayer). In some embodiments, the
ion source housing back plate 230 and/or ion source housing
300 specifically designed for use with the wide-bore dual
sprayer 510. The ion source housing back plate 230 typically
comprises at least one alignment feature that is structured to
align the ion source housing back plate 230 relative to the ion
source housing 300 when the ion source housing back plate
230 operably connects to the ion source housing 300.
Examples of alignment features include, but are not limited
to, markings, grooves, alignment holes, alignment pegs, and
the like.

The wide-bore probe 530 comprises at least one wide-bore
channel 531 disposed through a length of the wide-bore probe
530 (SEE FIGS. 13A and 13B). In some embodiments, the
wide-bore probe 530 comprises at least one wide-bore
sprayer needle 532 that fluidly communicates with the wide-
bore channel 531. A nebulizer gas source and/or nebulizer gas
sheath 533 fluidly communicates with the wide-bore channel
531. In some embodiments, the probe 530 further comprises
athermal modulator, configured to modulate a temperature of
the wide-bore probe 530, comprising a wide-bore nebulizer
gas heater 534 and a controller circuit board 135. In some
embodiments, wide-bore probe(s) 530, wide-bore channels
531, wide-bore sprayer needles 532, wide-bore nebulizer gas
sheaths 533, wide-bore nebulizer gas heater 534, and wide-
bore probe openings 540 are substantially similar, but gener-
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ally larger in diameter, to corresponding standard, narrow-
gauge, and/or non-wide-bore components. In some
embodiments, wide-bore probe(s) 530, wide-bore channels
531, wide-bore sprayer needles 532, wide-bore nebulizer gas
sheaths 533, wide-bore nebulizer gas heater 534, and wide-
bore probe openings 540 are specifically designed and or
tailored to a wide-bore dual sprayer 510.

The wide-bore probe 530 may be movably coupled to the
probe mounting structure 520 via a slide mechanism 400. The
slide mechanism 400 comprises at least two wide-bore probes
530, substantially fixedly coupled to the slide mechanism
400, and capable of sliding between a first position 130« and
a second position 13056 (SEE FIG. 8). In some embodiments,
wide-bore probes 530 of a wide-bore dual sprayer 510 are
configured to move between spray and rinse positions in
substantially similar (e.g. similar, identical, etc.) fashion to
non-wide-bore, standard, and/or narrow gauge probes 130. In
some embodiments, a wide-bore dual sprayer 510 comprises
many or all of the same or similar components as a non-wide-
bore, standard, and/or narrow gauge dual sprayer 110 (e.g.
spray orifice 139, rinse cavity 136, outlet 138, one linear slide
410, probe conveyance mechanism 150, time of flight spec-
trometer (TOF) 100, etc.).

In some embodiments, the present invention provides an
ion source for generating ions for mass spectrometric analy-
sis. In some embodiments, an ion source comprises electro-
spray ionization, photoionization, matrix-assisted laser des-
orption/ionization, chemical ionization, etc. In some
embodiments, the present invention provides electrospray
ionization. In some embodiments, ionization comprises forc-
ing a liquid through a very small, charged (e.g. usually metal)
capillary (Fenn et al. (1990) Mass Spectrometry Reviews 9
(1):37-70, herein incorporated by reference in its entirety). In
some embodiments, a nebulizer is utilized provide an
uncharged carrier gas (e.g. nitrogen, argon, etc.) to help nebu-
lize the liquid and to help evaporate the neutral solvent in the
droplets. In some embodiments, as the solvent evaporates, the
analyte molecules are forced closer together, repel each other
and break up the droplets. In some embodiments, the process
repeats until the analyte is free of solvent and is a bare ion. In
some embodiments, the present invention provides a nebu-
lizer, nebulizer system, and/or nebulizer apparatus to aid in
the ionization process. In some embodiments, a nebulizer
and/or nebulizer system comprises a nebulizer gas source,
nebulizer gas lines 570, nebulizer gas-source connector 560,
nebulizer gas connector 580, wide-bore nebulizer gas sheath
533 (and/or nebulizer gas sheath 133), and wide-bore nebu-
lizer gas heater 534 (and/or nebulizer gas heater 134). Insome
embodiments a nebulizer and/or nebulizer system further
comprises a capillary, spray nozzle, insulation element, etc.
In some embodiments, an insulation element, wide-bore
nebulizer gas heater 534, and/or nebulizer gas heater 134 is
configured to provide gas to a nebulizer at an appropriate
temperature. In some embodiments, nebulizer gas is heated
using ambient heat, heat from the mass spectrometer unit,
and/or heat from a wide-bore nebulizer gas heater 534, and/or
nebulizer gas heater 134. In some embodiments, nebulizer
gas lines 570 are lined or coated with one or more heating
elements. In some embodiments, heating elements lining or
coating the nebulizer gas lines 570 may take any suitable form
(e.g. resistance coils, thermal tape, adhesive heater, etc.). In
some embodiments, a nebulizer gas heater provides a suitable
level of heating to the nebulizer gas lines or other portion of
the nebulizer system (e.g. 10% heating . . . 25% heating . . .
50% heating . . . 75% heating . . . 90% heating, etc.). In some
embodiments, operation and heat level of a nebulizer gas
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heater are maintained using one or more sensors (e.g. tem-
perature sensor, function sensor, resistance sensor, etc.).

In some embodiments, a wide-bore probe mounting struc-
ture 520 (and/or probe mounting structure 120) is provided as
a removable cartridge. In some embodiments, a wide-bore
probe mounting structure 520 (and/or probe mounting struc-
ture 120) is removable as a single unit. In some embodiments,
a wide-bore probe mounting structure 520 (and/or probe
mounting structure 120) is removable in one or more pieces
(e.g. 1,2,3,4,5, 6, etc.). In some embodiments, the remov-
able cartridge is spring-loaded to provide ease of removal. In
some embodiments, the removable cartridge is replaceable.
In some embodiments, the present invention is configured to
accept a number of different cartridge configurations (e.g.
application specific cartridge configurations).

C. Operation

In some embodiments, the present invention provides a
controller configured to selectively direct the ionization probe
assembly 110 (or wide-bore probe assembly 510) to: (a)
convey the probe from the rinse position 1304 to the spray
position 130a; (b) spray at least one sample aliquot into the
ion source housing 300 from the sample source when the
probeis in the spray position 130a; (c) convey the probe from
the spray position 130a to the rinse position 1305; and (d)
rinse the probe with rinse fluid from a rinse fluid source when
the probe is in the rinse position 1305. In some embodiments,
a rinse fluid source is contained on or within the TOF spec-
trometer 100, TOF chamber 101, or the dual sprayer assembly
110 (or wide-bore dual sprayer assembly 510) or is located
externally to the sprayer and spectrometer devices.

In some embodiments, the system includes at least one
additional system component selected from, e.g., at least one
nucleic acid amplification component; at least one sample
preparation component; at least one microplate handling
component; at least one mixing station; at least one material
transfer component; at least one sample processing compo-
nent; at least one database; and the like.

In some embodiments, the invention provides a computer
program product that includes a computer readable medium
having one or more logic instructions for directing an ioniza-
tion probe assembly of a molecular mass measurement sys-
tem as shown in FIGS. 9a and &: (a) convey a first probe 130
(or first wide-bore probe 530) from a first rinse position 1305
to a first spray position 130a of the molecular mass measure-
ment system, wherein the first rinse position 1305 and the first
spray position 130a are substantially electrically isolated
from one another; (b) convey a second probe from a second
spray position 130c¢ to a second rinse position 130d of the
molecular mass measurement system, wherein the second
spray position 130c¢ and the second rinse position 1304 are
substantially electrically isolated from one another; (c) spray
atleast a first sample aliquot into an ion source housing 300 of
the molecular mass measurement system via the first probe
130 (or first wide-bore probe 530) when the first probe is in
the first spray position 130q; (d) rinse the second probe 130
(or second wide-bore probe 530) when the second probe is in
the second rinse position 1304 (e) convey the first probe from
the first spray position 130a to the first rinse position 1305; (f)
convey the second probe from the second rinse position 1304
to the second spray position 130c¢; (g) spray at least a second
sample aliquot into the ion source housing of the molecular
mass measurement system via the second probe 130 (or sec-
ond wide-bore probe 530) when the second probe 130 (or
second wide-bore probe 530) is in the second spray position
130c¢; and, (h) rinse the first probe 130 (or first wide-bore
probe 530) when the first probe 130 (or first wide-bore probe
530) is in the first rinse position 1305. In some embodiments,
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the computer program product includes at least one logic
instruction for directing the dual spray assembly 110 of the
molecular mass measurement system to modulate a tempera-
ture of the first probe 130 (or first wide-bore probe 530)
and/or second probe 130 (or second wide-bore probe 530)
using at least one thermal modulator operably connected to
the first probe and/or second probe. In certain embodiments,
the logic instructions are configured to direct the dual spray
assembly 110 to execute (a) substantially simultaneously
with (b), (¢) substantially simultaneously with (d), (e) sub-
stantially simultaneously with (f), and/or (g) substantially
simultaneously with (h). Typically, a controller of the
molecular mass measurement system comprises the logic
instructions.

In another aspect, the invention provides a method of
spraying sample aliquots into an ion source housing of a
molecular mass measurement system. The method includes
(a) conveying a first probe 130 (or first wide-bore probe 530)
from a first rinse position 1305 to a first spray position 130a
of'the molecular mass measurement system in which the first
rinse position 1305 and the first spray position 130a are
substantially electrically isolated from one another and
wherein the first spray position 130q is in fluid communica-
tion with the ion source housing 300; and (b) conveying a
second probe 130 (or second wide-bore probe 530) from a
second spray position 130c¢ to a second rinse position 1304 of
the molecular mass measurement system, wherein the second
spray position 130c¢ and the second rinse position 1304 are
substantially electrically isolated from one another. The
method also includes (c) spraying at least a first sample ali-
quot into the ion source housing 300 via the first probe 130 (or
first wide-bore probe 530) when the first probe 130 (or first
wide-bore probe 530) is in the first spray position 130a; (d)
rinsing the second probe 130 (or second wide-bore probe
530) when the second probe 130 (or second wide-bore probe
530) is in the second rinse position 1304; and (e) conveying
the first probe 130 from the first spray position 130a to the
first rinse position 1305. In addition, the method also includes
(f) conveying the second probe 130 (or wide-bore probe 530)
from the second rinse position 1304 to the second spray
position 130c¢ in which the second spray position 130c¢ is in
fluid communication with the ion source housing 300; (g)
spraying at least a second sample aliquot into the ion source
housing 300 of the molecular mass measurement system via
the second probe 130 (or second wide-bore probe 530) when
the second probe 130 (or second wide-bore probe 530) is in
the second spray position 130¢; and (h) rinsing the first probe
130 (or first wide-bore probe 530) when the first probe is in
the first rinse position 1305, thereby spraying the sample
aliquots into the ion source housing 300 of the molecular
mass measurement system. In certain embodiments, the
method includes performing (a) substantially simultaneously
with (b), (¢) substantially simultaneously with (d), (e) sub-
stantially simultaneously with (f), and/or (g) substantially
simultaneously with (h).

In some embodiments, the method includes modulating a
temperature of the first probe and/or second probe using at
least one thermal modulator operably connected to the first
probe 130 (or first wide-bore probe 530) and/or second probe
130 (or second wide-bore probe 530). Typically, the method
includes ionizing the first sample aliquot and the second
sample aliquot when the first sample aliquot and the second
sample aliquot are sprayed into the ion source housing 300.
The method also generally includes measuring a molecular
mass of at least one component of the first sample aliquot
and/or the second sample aliquot using the molecular mass
measurement system.
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In some embodiments, the component of the first sample
aliquot and/or the second sample aliquot comprises at least
one nucleic acid molecule. In these embodiments, the method
generally comprises determining a base composition of the
nucleic acid molecule from the molecular mass of the nucleic
acid molecule. In certain of these embodiments, the method
includes correlating the base composition of the nucleic acid
molecule with an identity or property of the nucleic acid
molecule.

In some embodiments, the present invention provides
determination of base compositions of the amplicons are
typically determined from the measured molecular masses
and correlated with an identity or source of target nucleic
acids in the amplification reaction mixtures, such as a patho-
genic organism. Particular embodiments of molecular mass-
based detection methods and other aspects that are optionally
adapted for use with the sample processing units and related
aspects of the invention are described in various patents and
patent applications, including, for example, U.S. Pat. Nos.
7,108,974, 7,217,510, 7,226,739, 7,255,992; 7,312,036; and
7,339,051; and US patent publication numbers 2003/
0027135; 2003/0167133; 2003/0167134; 2003/0175695;
2003/0175696;  2003/0175697, 2003/0187588; 2003/
0187593; 2003/0190605; 2003/0225529; 2003/0228571,
2004/0110169; 2004/0117129; 2004/0121309; 2004/
0121310; 2004/0121311; 2004/0121312; 2004/0121313;
2004/0121314;  2004/0121315; 2004/0121329; 2004/
0121335; 2004/0121340; 2004/0122598; 2004/0122857,
2004/0161770;  2004/0185438;  2004/0202997;, 2004/
0209260; 2004/0219517; 2004/0253583; 2004/0253619;
2005/0027459;  2005/0123952;  2005/0130196 2005/
0142581; 2005/0164215; 2005/0266397; 2005/0270191;
2006/0014154;  2006/0121520;  2006/0205040; 2006/
0240412; 2006/0259249; 2006/0275749; 2006/0275788;
2007/0087336;  2007/0087337;  2007/0087338 2007/
0087339; 2007/0087340; 2007/0087341; 2007/0184434;

2007/0218467, 2007/0218467; 2007/0218489; 2007/
0224614; 2007/0238116; 2007/0243544; 2007/0248969;
W02002/070664; W02003/001976;, WO02003/100035;
W02004/009849;  W02004/052175; W02004/053076;
WO02004/053141; WO02004/053164; W02004/060278;
W02004/093644;, WO 2004/101809; WO02004/111187;
W02005/023083;  W02005/023986; W02005/024046;
W02005/033271; W02005/036369; WO02005/086634;
WO02005/089128; W02005/091971; WO02005/092059;
W02005/094421;  W02005/098047; WO02005/116263;
WO02005/117270;  W02006/019784; W02006/034294;
WO02006/071241; W02006/094238; WO02006/116127;
WO02006/135400; W02007/014045; WO0O2007/047778;

W02007/086904; and W0O2007/100397; WO2007/118222,
which are each incorporated by reference as if fully set forth
herein.

Exemplary molecular mass-based analytical methods and
other aspects of use in the sample processing units and sys-
tems described herein are also described in, e.g., Ecker et al.
(2005) “The Microbial Rosetta Stone Database: A compila-
tion of global and emerging infectious microorganisms and
bioterrorist threat agents” BMC Microbiology 5(1):19; Ecker
etal. (2006) “The Ibis T5000 Universal Biosensor: An Auto-
mated Platform for Pathogen Identification and Strain Typ-
ing” JALA 6(11):341-351; Ecker et al. (2006) “Identification
of Acinetobacter species and genotyping of Acinetobacter
baumannii by multilocus PCR and mass spectrometry” J Clin
Microbiol. 44(8):2921-32; Ecker et al. (2005) “Rapid identi-
fication and strain-typing of respiratory pathogens for epi-
demic surveillance” Proc Natl Acad Sci USA. 102(22):8012-
7; Hannis et al. (2008) “High-resolution genotyping of
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Campylobacter species by use of PCR and high-throughput
mass spectrometry” J Clin Microbiol. 46(4):1220-5; Blyn et
al. (2008) “Rapid detection and molecular serotyping of
adenovirus by use of PCR followed by electrospray ioniza-
tion mass spectrometry” J Clin Microbiol. 46(2):644-51;
Sampath et al. (2007) “Global surveillance of emerging Influ-
enza virus genotypes by mass spectrometry” PLoS ONE 2(5):
e489; Sampath etal. (2007) “Rapid identification of emerging
infectious agents using PCR and electrospray ionization mass
spectrometry” Ann N Y Acad Sci. 1102:109-20; Hall et al.
(2005) “Base composition analysis of human mitochondrial
DNA using electrospray ionization mass spectrometry: a
novel tool for the identification and differentiation of
humans” Aral Biochem. 344(1):53-69; Hofstadler et al.
(2003) “A highly efficient and automated method of purifying
and desalting PCR products for analysis by electrospray ion-
ization mass spectrometry” Anal Biochem. 316:50-57; Hofs-
tadler et al. (2006) “Selective ion filtering by digital thresh-
olding: A method to unwind complex ESI-mass spectra and
eliminate signals from low molecular weight chemical noise”
Anal Chem. 78(2):372-378; and Hofstadler et al. (2005)
“TIGER: The Universal Biosensor” Int J Mass Spectrom.
242(1):23-41, which are each incorporated by reference.

In addition to the molecular mass and base composition
analyses referred to above, essentially any other nucleic acid
amplification technological process is also optionally
adapted for use in the systems of the invention. Other exem-
plary uses of the systems and other aspects of the invention
include numerous biochemical assays, cell culture purifica-
tion steps, and chemical synthesis, among many others. Many
of'these as well as other exemplary applications of use in the
systems of the invention are also described in, e.g., Current
Protocols in Molecular Biology, Volumes I, 11, and III, 1997
(F. M. Ausubel ed.); Perbal, 1984, A Practical Guide to
Molecular Cloning; the series, Methods in Enzymology
(Academic Press, Inc.); Sambrook et al., 2001, Molecular
Cloning: A Laboratory Manual, Third Edition, Cold Spring
Harbor Laboratory Press, Cold Spring Harbor, N.Y.; Oligo-
nucleotide Synthesis, 1984 (M. L. Gait ed.); Nucleic Acid
Hybridization, 1985, (Hames and Higgins); Transcription
and Translation, 1984 (Hames and Higgins eds.); Animal Cell
Culture, 1986 (R. I. Freshney ed.); Berger and Kimmel,
Guide to Molecular Cloning Techniques, Methods in Enzy-
mology volume 152 Academic Press, Inc., San Diego, Calif.
(Berger), DNA Cloning: A Practical Approach, Volumes [ and
11, 1985 (D. N. Glover ed.); Immobilized Cells and Enzymes,
1986 (IRL Press); Gene Transfer Vectors for Mammalian
Cells, 1987 (J. H. Miller and M. P. Calos eds., Cold Spring
Harbor Laboratory); and Methods in Enzymology Vol. 154
and Vol. 155 (Wu and Grossman, and Wu, eds., respectively),
which are each incorporated by reference.

In some embodiments, one or more controllers and/or com-
puters may be operably attached to devices of the present
invention to select conditions under which molecular mass
measurement are made using a device of the present inven-
tion. The controllers and/or computers configured to operate
with devices described herein are generally configured to
effect, e.g., temperature, sample volume, number of runs,
sample switching, probe rinsing conditions, spray conditions,
etc. Controllers and/or computers are typically operably con-
nected to one or more system components, such as motors
(e.g., via motor drives), thermal modulating components,
detectors, motion sensors, fluidic handling components,
robotic translocation devices, or the like, to control operation
of these components. Controllers and/or other system com-
ponents is/are generally coupled to an appropriately pro-
grammed processor, computer, digital device, or other logic
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device or information appliance (e.g., including an analog to
digital or digital to analog converter as needed), which func-
tions to instruct the operation of these instruments in accor-
dance with preprogrammed or user input instructions (e.g.,
mixing mode selection, fluid volumes to be conveyed, etc.),
receive data and information from these instruments, and
interpret, manipulate and report this information to the user.

A controller or computer optionally includes a monitor
which is often a cathode ray tube (“CRT”) display, a flat panel
display (e.g., active matrix liquid crystal display, liquid crys-
tal display, etc.), or others. Computer circuitry is often placed
in a box, which includes numerous integrated circuit chips,
such as a microprocessor, memory, interface circuits, and
others. The box also optionally includes a hard disk drive, a
floppy disk drive, a high capacity removable drive such as a
writeable CD-ROM, and other common peripheral elements.
Inputting devices such as a keyboard or mouse optionally
provide for input from a user.

In some embodiments, a computer includes appropriate
software for receiving user instructions, either in the form of
user input into a set of parameter fields, e.g., in the form of
preprogrammed instructions, e.g., preprogrammed for a vari-
ety of different specific operations. The software then con-
verts these instructions to appropriate language for instruct-
ing the operation of one or more controllers to carry out the
desired operation, e.g., rinsing probe, switching fluids, taking
mass measurements, or the like. The computer then receives
the data from, e.g., sensors/detectors included within the sys-
tem, and interprets the data, either provides it in a user under-
stood format, or uses that data to initiate further controller
instructions, in accordance with the programming.

More specifically, the software utilized to control the
operation of the devices and systems of the invention typi-
cally includes logic instructions that selectively direct, e.g.,
motors to more probes, rate of probe movement, rate of sam-
pling, data acquisition, and the like. The logic instructions of
the software are typically embodied on a computer readable
medium, such as a CD-ROM, a floppy disk, a tape, a flash
memory device or component, a system memory device or
component, a hard drive, a data signal embodied in a carrier
wave, and/or the like. Other computer readable media are
known to persons of skill in the art. In some embodiments, the
logic instructions are embodied in read-only memory (ROM)
in a computer chip present in one or more system compo-
nents, without the use of personal computers.

The computer can be, e.g., a PC (Intel x86 or Pentium
chip-compatible DOS™, OS2™, WINDOWS™, WIN-
DOWS NT™, WINDOWS98™, WINDOWS2000™, WIN-
DOWS XP™ WINDOWS Vista™, [ INUX-based machine,
a MACINTOSH™, Power PC, or a UNIX-based (e.g.,
SUN™ work station) machine) or other common commer-
cially available computer which is known to one of skill.
Standard desktop applications such as word processing soft-
ware (e.g., Microsoft Word™ or Corel WordPerfect™) and
database software (e.g., spreadsheet software such as
Microsoft Excel™, Corel Quattro Pro™, or database pro-
grams such as Microsoft Access™ or Paradox™) can be
adapted to the present invention. Software for performing,
e.g., sample processing unit container rotation, material con-
veyance to and/or from sample processing unit containers,
mixing process monitoring, assay detection, and data decon-
volution is optionally constructed by one of skill using a
standard programming language such as Visual basic, C,
C++, Fortran, Basic, Java, or the like.

Devices and systems of the invention may also include at
least one robotic translocation or gripping component that is
structured to grip and translocate fluids, containers, or other
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components between components of the devices or systems
and/or between the devices or systems and other locations
(e.g., other work stations, etc.). A variety of available robotic
elements (robotic arms, movable platforms, etc.) can be used
or modified for use with these systems, which robotic ele-
ments are typically operably connected to controllers that
control their movement and other functions.

Devices, systems, components thereof, and station or sys-
tem components of the present invention are optionally
formed by various fabrication techniques or combinations of
such techniques including, e.g., machining, embossing,
extrusion, stamping, engraving, injection molding, cast
molding, etching (e.g., electrochemical etching, etc.), or
other techniques. These and other suitable fabrication tech-
niques are generally known in the art and described in, e.g.,
Molinari et al. (Eds.), Metal Cutting and High Speed Machin-
ing, Kluwer Academic Publishers (2002), Altintas, Manufac-
turing Automation: Metal Cutting Mechanics, Machine Tool
Vibrations, and CNC Design, Cambridge University Press
(2000), Stephenson et al., Metal Cutting Theory and Practice,
Marcel Dekker (1997), Fundamentals of Injection Molding,
W. J. T. Associates (2000), Whelan, Injection Molding of
Thermoplastics Materials, Vol. 2, Chapman & Hall (1991),
Rosato, Injection Molding Handbook, 3" Ed., Kluwer Aca-
demic Publishers (2000), Fisher, Extrusion of Plastics, Hal-
sted Press (1976), and Chung, Extrusion of Polymers: Theory
and Practice, Hanser-Gardner Publications (2000), which are
each incorporated by reference. Exemplary materials option-
ally used to fabricate devices or systems of the present inven-
tion, or components thereof include metal (e.g., steel, alumi-
num, etc.), glass, polymethylmethacrylate, polyethylene,
polydimethylsiloxane, polyetheretherketone, polytetrafluo-
roethylene, polystyrene, polyvinylchloride, polypropylene,
polysulfone, polymethylpentene, and polycarbonate, among
many others. In certain embodiments, following fabrication,
system components are optionally further processed, e.g., by
coating surfaces with a hydrophilic coating, a hydrophobic
coating (e.g., a Xylan 1010DF/870 Black coating available
from Whitford Corporation (West Chester, Pa.), etc.), or the
like, e.g., to prevent interactions between component surfaces
and reagents, samples, or the like.

In some embodiments, a wide-bore dual sprayer 510 is
operationally similar to a non-wide-bore, standard, and/or
narrow-gauge dual sprayer 110. In some embodiments, dual
sprayers 110 a wide-bore dual sprayers 510 are configured to
accommodate cartridge assemblies of commercial instru-
ments. In some embodiments, dual sprayers 110 a wide-bore
dual sprayers 510 comprise a spring-loaded portion (e.g.
comprising wide-bore probes, wide-bore pivot mechanism
525, and related structures). In some embodiments, one or
more portions, elements, and/or components are configured
to be readily removable from the dual sprayer 110 a wide-
bore dual sprayer 510 (e.g. for easy replacement). In some
embodiments, a wide-bore dual sprayer 510 comprises a
drain hole which is larger than that of a non-wide-bore, stan-
dard, and/or narrow-gauge dual sprayer 110 (e.g. larger drain
hole prevent gas from kicking back up).

While the foregoing invention has been described in some
detail for purposes of clarity and understanding, it will be
clear to one skilled in the art from a reading of this disclosure
that various changes in form and detail can be made without
departing from the true scope of the invention. For example,
all the techniques and apparatus described above can be used
in various combinations. All publications, patents, patent
applications, and/or other documents cited in this application
are incorporated by reference in their entirety for all purposes
to the same extent as if each individual publication, patent,
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patent application, and/or other document were individually
indicated to be incorporated by reference for all purposes.

What is claimed is:

1. An ionization probe assembly, comprising:

at least one ion source housing back plate that comprises
one or more surfaces that define at least one spray ori-
fice, which ion source housing back plate is configured
to operably connect to an ion source housing;

at least one probe support structure coupled to the ion
source housing back plate via at least one linear slide;

at least one probe substantially fixedly mounted on the
probe support structure; and,

at least one probe conveyance mechanism operably con-
nected to the probe support structure, which probe con-
veyance mechanism is configured to convey the probe
between at least a first position and a second position,
wherein the first position is substantially electrically
isolated from the second position.

2. An ionization probe assembly, comprising:

at least one ion source housing back plate that comprises
one or more surfaces that define at least one spray ori-
fice, which ion source housing back plate is configured
to operably connect to an ion source housing;

at least one probe movably coupled to the ion source hous-
ing back plate via at least one pivot mechanism; and,

at least one probe conveyance mechanism that comprises at
least one motor operably connected to the pivot mecha-
nism via a pulley and belt drive assembly, which probe
conveyance mechanism is configured to selectively con-
vey the probe between at least a first position and a
second position, wherein the first position is substan-
tially electrically isolated from the second position.

3. A method of spraying sample aliquots into an ion source
housing of a molecular mass measurement system, the
method comprising:

(a) conveying a first probe from a first rinse position to a
first spray position of the molecular mass measurement
system, wherein the first rinse position and the first spray
position are substantially electrically isolated from one
another and wherein the first spray position is in fluid
communication with the ion source housing;

(b) conveying a second probe from a second spray position
to a second rinse position of the molecular mass mea-
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surement system, wherein the second spray position and
the second rinse position are substantially electrically
isolated from one another;

(c) spraying at least a first sample aliquot into the ion
source housing via the first probe when the first probe is
in the first spray position;

(d) rinsing the second probe when the second probe is in the
second rinse position;

(e) conveying the first probe from the first spray position to
the first rinse position;

() conveying the second probe from the second rinse posi-
tion to the second spray position, wherein the second
spray position is in fluid communication with the ion
source housing;

(g) spraying at least a second sample aliquot into the ion
source housing of the molecular mass measurement sys-
tem via the second probe when the second probe is in the
second spray position.

4. The method of claim 3, comprising performing (a) sub-

stantially simultaneously with (b), (c) substantially simulta-
neously with (d), and/or (e) substantially simultaneously with

®.

5. The method of claim 3, comprising modulating a tem-
perature of the first probe and/or second probe using at least
one thermal modulator operably connected to the first probe
and/or second probe.

6. The method of claim 4, comprising ionizing the first
sample aliquot and the second sample aliquot when the first
sample aliquot and the second sample aliquot are sprayed into
the ion source housing.

7. The method of claim 4, comprising measuring a molecu-
lar mass of at least one component of the first sample aliquot
and/or the second sample aliquot using the molecular mass
measurement system.

8. The method of claim 4, wherein the component of the
first sample aliquot and/or the second sample aliquot com-
prises at least one nucleic acid molecule and wherein the
method comprises determining a base composition of the
nucleic acid molecule from the molecular mass of the nucleic
acid molecule.

9. The method of claim 4, comprising correlating the base
composition of the nucleic acid molecule with an identity or
property of the nucleic acid molecule.
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